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KONOHO®J1OP-16 (BUOLIEHO3). OLLEHKA COCTOAHNA MUKPOBUOTbI TONICTONO KNWWEYHUKA METOAOM MnuUP

LWTpuxkon: BH.Ne: Matepuan: Kan

Mapametp Pe3ynkrat PechepeHCcHbIe 3Ha4YeHUsA Ea. nam.
OOwas GakTepmnanbHas macca 10%° 10" -10" Konuu/mn
Lactobacillus spp. 8107 107 - 108 Konmu/mn
Bifidobacterium spp. 10¢ 10°-10% Konmu/mn
Escherichia coli 3-10° 10¢-108 Konuu/mn
Bacteroides spp. 8-10° 10°-10" Konmu/mn
Faecalibacterium prausnitzii 10° 108 - 10" Konuu/mn
Bacteroides thetaiotaomicron 2-107 gonyctumo nioboe KonnyecTeo Konuum/mn
Akkermansia muciniphila He oBbHapyeHo He Gonee 10" Konuu/mn
Enterococcus spp. 5-10°% He Gonee 108 Konmu/mn
Escherichia coli enteropathogenic He obHapyeHo He Gonee 104 Konuu/mn
Klebsiella pneumoniae He oOHapy»XeHo He Gonee 104 Konmu/mn
Klebsiella oxytoca He oBHapyeHo He Gonee 104 Konuu/mn
Candida spp. He oOHapy»XeHo He Gonee 104 Konmu/mn
Staphylococcus aureus He obHapyXeHo He 6onee 10* Konuu/mn
Clostridium difficile 5-108 He oBGHapyXeHo Konmu/mn
Clostridium perfringens He obHapyeHo He oBHapyeHo Konuu/mn
Proteus vulgaris/mirabilis He obOHapy»XeHo He Gonee 104 Konmu/mn
Citrobacter spp. He oBHapyeHo He Gonee 104 konuu/mn
Enterobacter spp. 10¢ He Gonee 10 Konmu/mn
Fusobacterium nucleatum He oBbHapyeHo He obHapyeHo Konuu/mn
Parvimonas micra He oOHapy»XeHo He oBGHapy»XeHo Konmu/mn
Salmonella spp. He obHapyeHo He oBHapyeHo Konuu/mn
Shigella spp. He oBOHapyXeHo He oBGHapyXeHo Konmu/mn

CooTHolleHune Bacteroides spp u Faecalibacterium
prausnitzii

OnucaHue pesynsratoB (KonoHodnop-16 BuoueHos):
CHuxeHue Konuyecmesa 6ughudobakmepuli

Boisisnensi Clostridium difficile e konuyecmee 5 - 10°
BeisisneHbl 6akmepuu poda Enterobacter e konuyecmese 10°

3akntoueHue (KonoHodnop-16 BuoueHo3s):

8

0,01 -100

Cocmas MUKpOGUOmbI moJsicmoeo KuWwe4YHuKa yKasbleaem Ha Halsnu4due oucbuomuyvecKkux HapyweHuUll U MO08bIWEHHbIU pUCK

eocrnanumerbHbix 3abonesaHull KUWEYHUKA.

Ha ¢poHe cHuxeHHo2o COOep)KaHUFI KOMMEeHcallbHbIX 6aKmepuEl onpedennemcn u36bIMOYHbIL pocm ycrio8HO - namozeHHoU ¢briopbl U

npucymcmeue rnamoeeHHbIX MUKPOOp2aHU3MOe8.
PekomeHdosaHa KOHCyrbmauus eacmpo3Hmepaorsioaa.

Pesynbsmam nabopamopHo2o uccredosaHusi He siefsiemcsi OuagHO30M.

Takmuka obcriedosaHusi, nevyeHust nayueHma, UHmMeprnpemauus pesyribmaimos na6opamoprlx uccnedosaHull onpedeﬂﬂemcg Jiedawjum spaqyom.

KauecTtBo nccnepoBaHuii obecnevyeHo cepTudULMPOBaHHON CUCTEMOIN MEHEAXKMEHTA Ka4yecTBa, COOTBETCTBYOLLEH TpeGoBaHUAM MEXAYHAPOAHBIX CTaHAAPTOB!

1ISO 9001:2015 (cepTtudbukat coorsetcTBus Ne RU.QM075.00402), neiicteuteneH go 30.05.2025 r.)
1ISO 15189:2012 (cepTtudpmkat Ne SIS520822S160, aeiictButeneH o 22.08.2024 r.)
Good Laboratory Practice (GLP) (ceptudukar Ne SIS520822S161, peiicteutenen ao 22.08.2024 r.)

NTOrOBbLIA PE3YJILTAT

[laTa roToBHOCTU pesynbTaTa:

[aTa neyatun pesynsrara: Pesynbrat Bblgan:

noanncb



